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Community assembly, microbiome, Phylogenetic clustering,16S rRNA gene hypothesized to relate to the more homogeneous abiotic conditions of these 1 1 5 environments translating to less diverse communities. However, the Rice rhizoplane and 1 1 6 endosphere ecosystems, which could also be a priori considered as presenting more PCGs detected in the mucosal ecosystems could be related to their comparatively low 1 1 9 sequencing depth. Nevertheless, the leaf environment presents a substantial sequencing 1 2 0 depth, but only two PCGs. Overall, the detected PCGs represented a preeminent fraction of the total community 1 2 2 (Table 1) , with the lowest pooled abundance values being 18.5% (Leaf) and 34.9% In this brief report we have detected PCGs in terms of 16S sequence clusters and nodes 1 3 0 in a phylogenetic tree of different depths present in all samples from the same assembly may represent an important clue to understand the assembly and function of a 1 3 7 microbial ecosystem. Here we provide evidence of PCGs in a large and diverse array of 1 3 8 environments, which seems to indicate that their existence is indeed a predominant 1 3 9 feature of microbial ecosystems. Moreover, we offer dedicated scripts to examine the 1 4 0 presence and characteristics of PCGs in other microbial community datasets. The datasets analyzed during the current study are available from their original sources. Additional result files and scripts are available from the corresponding author upon BIO2016-80101-R. :  t  h  e  m  a  n  y  d  e  t  e  r  m  i  n  a  n  t  s  o  f  h  o  s  t  -1  5  5  a  s  s  o  c  i  a  t  e  d  m  i  c  r  o  b  i  a  l  c  o  m  m  u  n  i  t  y  c  o  m  p  o  s  i  t  i  o  n  .  C  u  r  r  O  p  i  n  M  i  c  r  o  b  i  o  l  .  2  0  1  7  ;  3  5  :  2  3  -9  .  1  5  6  2  .  S  t  e  g  e  n  J  C  ,  L  i  n  X  ,  K  o  n  o  p  k  a  A  E  ,  F  r  e  d  r  i  c  k  s  o  n  J  K  .  S  t  o  c  h  a  s  t  i  c  a  n  d  d  e  t  e  r  m  i  n  i  s  t  i  c  a  s  s  e  m  b  l  y  1  5 
